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FIG. 3 'iJ 

Human sphingosine 1- Phosphate receptor ^ 
LOCUS tmpseq_l 2 3 36 bp 4-DEC-2000 

SOURCE PBMCs (LGL } 

ORGANISM Human 

Unclassified. 
FEATURES Location/Qualifiers 
source 1 . .2336 

CDS 10. .1206,10. .1206 

/note= "predicted coding region" 
/ trc aslation=" 

MESGIiL R PA PVS EV I VLHYNYTGKL RGAR YQ PGAGLRADA WCLAVC AF I VLENL.AVLLV (S^Q W 4t 3 ) 

LGRHPRFKAPMFLLLGSLTLSDLLAGAAYAANILLSGPLTLKLSPALWFAREGGVTVALT * 
ASVLSLLAIALERSLTMARRGPAPVSSRGRTLAMAAAAWGVSLLLGLLPALGWNCLGRLD 
AC STVL PL YAKAYVLFCVLAFVGI LAAICALYARI YCQVRANARRL P ARPGTAGTTSTRA 
RRKPRSLALLRTLSVVLLAFVACWGPLFLLLLLD^ 

LNPIIYTLTNRDLRHALLRLVCCGRHSCGRDPSGSQQSASAAEASGGLRRCLPPGLDGSF 
SGSERSSPQRDGLDTSGSTGSPGAPTAARTLVSEPAAD" 

BASE COUNT 461 a 679 c 701 g 495 t 

ORIGIN 

1 gcgcggccca tggagtcggg gctgctgcgg ccggcgccgg tgagcgaggt catcgtcctg 
61 cattacaact acaccggcaa gctccgcggt gcgcgctacc agccgggtgc cggcctgcgc 
121 gccgacgccg tggtgtgcct ggcggtgtgc gccttcatcg tgctagagaa tctagccgtg 
181 ttgttggtgc tcggacgcca cccgcgcttc cacgctccca tgttcctgct cctgggcagc 
241 ctcacgttgt cggatctgct ggcaggcgcc gcctacgccg ccaacatcct actgtcgggg 
301 ccgctcacgc tgaaactgtc ccccgcgctc tggttcgcac gggagggagg cgtcttcgtg 
361 gcactcactg cgtccgtgct gagcctcctg gccatcgcgc tggagcgcag cctcaccatg 
421 gcgcgcaggg ggcccgcgcc cgtctccagt cgggggcgca cgctggcgat ggcagccgcg 
481 gcctggggcg tgtcgctgct cctcgggctc ctgccagcgc tgggctggaa ttgcctgggt 
541 cgcctggacg cttgctccac tgtcttgccg ctctacgcca aggcctacgt gctcttctgc 
601 gtgctcgcct tcgtgggcat cctggccgcg atctgtgcac tctacgcgcg catctactgc 
6 61 caggtacgcg ccaacgcgcg gcgcctgccg gcacggcccg ggactgcggg gaccacctcg 
721 acccgggcgc gtcgcaagcc gcgctcgctg gccttgctgc gcacgctcag cgtggtgctc 
781 ctggcctttg tggcatgttg gggccccctc ttcctgctgc tgttgctcga cgtggcgtgc 
841 ccggcg<zgca. cctc tcctgt actcctgcag gccgatccct tcctgggact ggccatggcc 
901 aactcacttc tgaaccccat catctacacg ctcaccaacc gcgacctgcg ccacgcgctc 
961 ctgcgcctgg tctgctgcgg acgccactcc tgcggcagag acccgagtgg ctcccagcag 
1021 tcggcgagcg cggctgaggc ttccgggggc ctgcgccgct gcctgccccc gggccttgat 
10 81 gggagcttca gcggctcgga gcgctcatcg ccccagcgcg acgggctgga caccagcggc 
1141 tccacaggca gccccggtgc acccacagcc gcccggactc tggtatcaga accggctgca 
1201 gactgacacc ctcggcccac gactgtcttc ccaagtttta cagacttgct ctttttacat 

12 61 aaaggaattt gtaggaaatg cagccaaagg tgcagtcgga aaagatgcag gggaaatgta 
1321 tttatgcagc gacaccccac aatgtgaaca aacagacaaa aaatctgtgc cctcgtggaa 

13 81 ttgacgttct gcttgggaac acagaaaaga actcggtgat gaaataatgg agatgattcc 
1441 agtgacaaac gacagagatg gtgatggtgg tcagggaaga cctctctgca gaggtagtga 
1501 cttgtgatgt gagctgagac ctctgtcctg ggaagaccaa aagaaaagca tttcaggatg 
1561 agggaatggc atgcgcaaag gccctgaggc tgaaatgtgc ccatgtgttc taagaaatgc 
1621 agcgatgctg gtgtgcctgg agcagggacg gagggggaga atgggaggag acaaggagct 
1681 gaaggagtag ttcccgaagg accttgtggg tgatatagag gacttcgctt ttgctctgag 

17 41 tgaggtggga gccatagaag cttctaagca gaagagggac ttgccctaat tcaggtgatc 
1S01 acaggtgtct tgtggcctcc atgggaggtt gaaaaccaca gaaggtgaag gggggctgca 

18 61 ctgagccaca ggaacaatga tggagattcc agctaagccc agaccccgtg gattctagat 
1921 agattttaga ggcagcagac agaattactg aggaattgag tgtaagagtg gaataaagtt 
1981 atcaaggaca atgccaaggg tggggcaccc ccaaatttga ctttgggaga ctcagccaaa 
2041 tcctatctgg taataaaatt tcttttttat ttttcttttc tttctttctt tctttctttc 
2101 tttttttttt tttgagttgg gatcttgtgc tctgtcaccc aggctggagt gcaatgggca 
2161 caattatagc tcactgcagc ctggaactcc tgggatcaag cctggagttc ctgcttcagc 
2221 ctccctagta gctgggacta caggcatgca ccaccatgcc cagttaataa aatttcttca 
22 81 aatgcaaaaa aaaaaaaaaa aaaaaactcg agggggggcc cggtacccaa ttcgcc 
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Sphingosine- 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

FEATURES 

source 
CDS 



•1- phosphate receptor. 1 
tmpseq_l 169 8 bp 

No definition line found, 
tmpseq^l 



30-OCT-2000 



Unknown . 
Unknown . 
Unclassified. 

Location/ Qualifiers 

I. .1698 

II. .775,11. .775 

/note= "predicted coding region" 

/ trans 1 a t i on= H MESGLLRP APVSEVI VLHYNYTGKLRGARYQ PGAGLRADA WCL 
AVCAFIVLENLAVLLVLGRHPRPKAPMFLLLGSLTLSVPARPGTAGTTSTRARRKPRS 
LALLRTL SVVLLAFVAC WG PLFLLLLLDVAC PARTC P VX.L Q ADPFLGL AMANS LLNP I 
IYTLTHRDLRHALLRLVCCGRHSCGRDPSGSQQSASAAEASGGLRRCLPPGLDGSFSG 



BASE COUNT 
ORIGIN 

1 



352 



SERSSPQRDGLDTSGSTGSPGAPTAARTLVSEPAAD" 
a 462 c 516 g 368 t 



cgcgcggccc atggagtcgg ggctgctgcg gccggcgccg gtgagcgagg tcatcgtcct 
61 gcattacaac tacaccgica agctccgcgg tgcgcgctac cagccgggtg ccggcctgcg 
121 cgccgacgcc gtggtgtgcc tggcggtgtg cgccttcatc gtgctagaga atctagccgt 
181 gttgttggtg ctcggacgcc acccgcgctt ccacgctccc atgttcctgc tcctgggcag 
241 cctcacgttg tcggtgccgg cacggcccgg gactgcgggg accacctcga cccgggcgcg 
301 tcgcaagccg cgctcgctgg ccttgctgcg cacgctcagc gtggtgctcc tggcctttgt 
361 ggcatgntgg ggccccctct tcctgctgct gttgctcgac gtggcgtgcc cggcgcgcac 
421 ctgtcctgta ctcctgcagg ccgatccctt cctgggactg gccatggcca actcacttct 
481 gaaccccatc atctacacgc tcaccaaccg cgacctgcgc cacgcgctcc tgcgcctggt 
541 ctgctgcgga cgccactcct gcggcagaga cccgagtggc tcccagcagt cggcgagcgc 
601 ggctgaggct tccgggggcc tgcgccgctg cctgcccccg ggccttgatg ggagcttcag 
661 cggctcggag cgctcatcgc cccagcgcga cgggctggac accagcggct ccacaggcag 
721 ccccggtgca cccacagccg cccggactct ggtatcagaa ccggctgcag actgacaccc 
781 tcggcccacg actgtcttcc caagttttac agacttgttc tttttacata aaggaatttg 
841 taggaaatgc agccaaaggt gcagtcggaa aagatgcagg ggaaatgtat ttatgcagcg 
901 acaccccaca atgtgaacaa acagacaaaa aatctgtgcc ctcgtggaat tgacgttctg 
961 cttgggaaca cagaaaagaa ctcggtgatg aaataatgga gatgattcca gtgacaaacg 
1021 acagagatgg tgatggtggt cagggaagac ctctctgcag aggfcagtgac ttgtgatgtg 
10 81 agctgagacc tctgtcctgg gaagaccaaa agaaaagcat ttcaggatga gggaatggca 
1141 tgcgcaaagg ccctgaggct gaaatgtgcc catgtgttct aagaaatgca gcgatgctgg 
1201 tgtgcctgga gcagggacgg agggggagaa tgggaggaga caaggagctg aaggagtagt 
1261 tcccgaagga ccttgtgggt gatatagagg acttcgcttt tgctctgagt gaggtgggag 
1321 ccatagaagc ttctaagcag aagagggact tgccctaatt caggtgatca caggtgtctt 
13 81 gtggcctcca tgggaggttg aaaaccagag aaggtgaagg ggggctgcac tgagccacag 
1441 gaacaatgat ggagattcca gctaagccca gaccccgtgg attctagata gattttagag 
1501 gcagcagaca gaattactga ggaattgagt gtaagagtgg aataaagtta tcaaggacaa 
1561 tgccaagggt ggggcacccc caaatttgac tctgggagac tcagccaaat cctatctggt 
1621 aataaaattt cttttttatt tttcttttct ttctttcttt cttttttttt tttttgagtt 
1681 gggatcttgt gctctgtc S&pJ? if 9 



SIP MESGLLRPAPVSEVIVLHYNYTGKLRGARYQPGAGLRADAWCLAVCAFIVLENIjAVLLV 
S 1 P 1 MESGLLRPAPVSEVI VLHYNYTGKLRGARYQ PG AGLRADAVVCLAVC AF I VLENXiAVLL V 
********************************************************* 

SIP LGRHPRFHAPMFLLLGSLTLSDLLAGAAYAANILLSGPLTLKLSPALWFAREGGVFVALT 

SI PI LGRHPRFHAPKFLtiLGSLTLS 

********************* 

SIP ASVLSLLAIALERSLTMARRGPAPVSSRGRTLAMAAAAWGVSLLLGLLPALGWNCLGRLD 
S1P1 

SIP AC STVXi PL YAKAYVLFCVLAFVG ILAA I CAL YARI YCQVRANARRL PARPGTAGTT STRA 

SlPl VPARPGTAGTTSTRA 

. ************** 

SIP RRKPRSLALLRTLSWLLAFVACWGPLFLLLLLDVACPARTCPVLLQADPFLGLAMANSL 

SlPl RRKPRSLALLRTLSWLLAFVAr^GPLFLLLLLDVACPARTCPVLLQADPFLGLAMANSL 
*********************** -************************************ 

SIP LN'PHYTLTNRDLRHALLRLVCCGRHSCGRDPSGSQQSASAAEASGGLRRCLPPGLDGSF 
SlPl LWPIIYTLTNRDLRHALLRLVCCGRHSCGRDPSGSQQSASAAEASGGLRRCLPPGLDGSF 
************************************************************ 

SIP SG SERSSPQRDGLDTSGSTGSPGAPTAARTLVSEPAAD S£pJ&'&t& 
SlPl SGSERSSPQRDGLDTSGSTGSPGAPTAARTLVSEPAAD S€&. ^ " 

************************************** 



SIP= Sphingosine-l-Phosphate receptor versus 
SIPl=Sphingosine~l-Phosphate 1 receptor 



* 4 * , 



FIG.5B § 

Sphingosine ~l-Phosphate receptor 2 



LOCUS tmpseq__I 1245 bp 3 0-OCT-20 00 

DEFINITION No definition line found. 

ACCESSION tmpseq„l 

VERSION 

KEYWORDS 

source Unknown . 

ORGANISM Unknown. 

Unclassified . 
FEATURES Location/Qualifiers 
source 1 - .1245 

CDS 11. -322,11. .322 

/note= K predicted coding region" 

/ trans 1 at ion= "MESGLLRPAPVSEVIVLHYNYTGKIjRGARYQPGAGLRADAVVCL 
AVCAFIVT^ENLAVLLVLGRHPRFHAPI'IFLLLGSLTLSDLLAGAAYAAAARTLVSEPAA _ m /, 

BASE COUNT 293 a 284 c 372 g 291 t 

ORIGIN 

1 cgcgcggccc atggagtcgg ggctgctgcg gccggcgccg gtgagcgagg tcatcgtcct 
61 gcattacaac tacaccggca agctccgcgg tgcgcgctac cagccgggtg ccggcctgcg 
121 cgccgacgcc gtggtgtgcc tggcggtgtg cgccttcatc gtgctagaga atctagccgt 
181 gttgttggtg ctcggacgcc acccgcgctt ccacgctccc atgttcctgc tcctgggcag 

2 41 cctcacgttg tcggatctgc tggcaggcgc cgcctacgcc gccgccgccc ggactctggt 

3 01 atcagaaccg gctgcagact gacaccctcg gcccacgact gtcttcccaa gttttacaga 
3 61 cttgttcttt ttacataaag gaatttgtag gaaatgcagc caaaggtgca gtcggaaaag 
421 atgcagggga aatgtattta tgcagcgaca ccccacaatg tgaacaaaca gacaaaaaat 
481 ctgtgccctc gtggaattga cgttctgctt gggaacacag aaaagaactc ggtgatgaaa 

5 41 taatggagat gattccagtg acaaacgaca gagatggtga tggtggtcag ggaagacctc 
601 tctgcagagg tagtgacttg tgatgtgagc tgagacctct gtcctgggaa gaccaaaaga 

6 61 aaagcatttc aggatgaggg aatggcatgc gcaaaggccc tgaggctgaa atgtgcccat 
721 gtgttctaag aaatgcagcg atgctggtgt gcctggagca gggacggagg gggagaatgg 
781 gaggagacaa ggagctgaag gagtagttcc cgaaggacct tgtgggtgat atagaggact 
841 tcgcttttgc tctgagtgag gtgggagcca tagaagcttc taagcagaag agggacttgc 
9 01 cc taattcag gtgatcacag gtgtcttgtg gcctccatgg gaggttgaaa accagagaag 
961 gtgaaggggg gctgcactga gccacaggaa caatgatgga gattccagct aagcccagac 

1021 cccgtggatt ctagatagat tttagaggca gcagacagaa ttactgagga attgagtgta 
1081 agagtggaat aaagttatca aggacaatgc caagggtggg gcacccccaa atttgactct 
1141 gggagactca gccaaat ret atctggtaat aaaatttctt ttttattttt cttttctttc 

1201 tttctttctt tttttttttt ttgagttggg atcttgtgct ctgtc S€$> JP. #/? 



SIP M3SGLLRPAPVS EVI VLHYNYT 1KLRGARYQ PGAGLRADAVVCLAVCAF I VLENLAVL LV 

SIP2 MESGLLRPAPVSEVIVLKYKYTGKLRGARYQPGAGLRADAWCLAVCAFIVLENLAVLLV 
************************************************************** 

SIP LGRHPRFHAPMFLLLGSLTLSDLLAGAAYAANILLSGPLTLKLSPALWFAREGGVFVALT 
S I P 2 LGRHPRFHAPMFLLLGSLTLSDLLAGAAYAA 

SI? ASVLSLLAIALERSLTMARRGPAPVSSRGRTLAMAAAAWGVSLLLGLLPALGWNCLGRLD 
SIP2 

SIP ACSTVLPLYAKAWLFCVLAFVGILAAICALYARIYCQVRA^IARRLPARPGTAGTTSTRA 
SI P2 

SIP RRKPRSLALLRTLSWLLAFVACWGPLFLLLLLDVACPARTCPVLLQADPFLGLAMANSL 

SIP2 

SIP LNPIIYTLTNRDLRHALLRLVCCGRHSCGRDPSGSQQSASAAEASGGLRRCLPPGLDGSF 

SIP2 

SIP SGSERSSPQRDGLDTSGSTGSPGAPTAARTLVSEPAAD 

SIP2 AARTLVSEPAAD 5€<J>- fl> , Of/ 

************ * 
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